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>AT1G51370.2 | Symbols: | F-box family protein | chr1:19049283-19050416 FORWARD

MVGGKKKTKICDKVSHEEDRISQLPEPLISEILFHLSTKDSVRTSALSTKWRYLWQSVPGLDLDPYASS...........

>AT1G50920.1 | Symbols: | GTP-binding protein-related | chr1:18874223-18876238

FORWARD

MVQYNFKRITVVPNGKEFVDIILSRTQRQTPTVVHKGYKINRLRQFYMRKVKYTQTNFHAKLSAIIDEF...........

>AT1G36960.1 | Symbols: | similar to unknown protein [Arabidopsis thaliana]

(TAIR:AT1G48095.1) | chr1:14017237-14017949 FORWARD

MTRLLPYKGGDFLGPDFLTFIDLCVQVRGIPLPYLSELTVSFIAGTLGPILEMEFNQDTSTYVAFIRVK...........

>AT1G44020.1 | Symbols: | DC1 domain-containing protein | chr1:16719132-16721096

REVERSE

MDSESESKLISFISQLVSRNNTDSENISCMIQTISLVSSMDLKSQPKPESKLMSLVTQTISLFNSMDLS...........

>AT1G15970.1 | Symbols: | methyladenine glycosylase family protein |

chr1:5486538-5488488 REVERSE

MSVPPRFRSVNSDEREFRSVLGPTGNKLQRKPPGMKLEKPMMEKTIIDSKDEKAKKPTTPASPRTTLKQ...........

>AT1G73440.1 | Symbols: | calmodulin-related | chr1:27615079-27615843 FORWARD

MARGESEGESSGSERESSSSSSGNESEPTKGTISKYEKQRLSRIAENKARLDALGISKAAKALLSPSPV...........



>At1g72970.1:[<F>%mandelonitrilelyaseactivity;otherenzymeactivity;GO:0046593%FADbind

ing;otherbinding;GO:0050660%FADbinding;nucleotidebinding;GO:0050660][<P>%cell-cellsi

gnaling;othercellularprocesses;GO:0007267%fattyacidomega-oxidation;othercellularproc

esses;GO:0010430%fattyacidomega-oxidation;othermetabolicprocesses;GO:0010430][<C>%ex

tracellularregion;extracellular;GO:0005576]

( )MALKLFLFALLLCLPTSLSSTASKGKEKKSKFNPYRYTFIDKASTFSSSSSSSFSSNGQDSSYDYIVIGGGT....
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Primer number
Primer

Forward Reverse

cnu_m008a P1 GTTGCTGGGCTTGCAGTTAT GAGCGTACCAGCAACCTCTC

cnu_m016a P2 GGTGAATGGAATCTTGTCTTGA CCCAACAATCCCAGAAACAC

cnu_m020a P3* GGCTCTCCTCATCGTCAAAA AATTCCGATTGCGACAAAAC

cnu_m029a P4 TACCCATTGGTGTCCTCCAG TCGTTCTCGAATGTGAATTGTC

cnu_m030a P5 GAAACAAATTATTTAAAAATCAGACCA TGGAACAATCCGTAAAACTATGC

cnu_m034a P6 TCACCGCCATAATTTGATCC CCCTCTCAACAAGGTATGCAA

cnu_m037a P7 CCTAGTTCCTTGCACTCATGC TTGTCTTTCAGATTGAAAACTTCG

cnu_m038a P8 GGCATGTGTCAATGAGTTGG CTCCCACTCCTCCATTCAAC

cnu_m044a P9 TGTTTTGATCTTTACTGTTTTTGGA AATGTTTTTATATCACTATTGCCAAAT

cnu_m046a P10 GCTAAAGGTTTAGTCCAAATAGGATTC GCAAAATGATGCCCCATAAA

cnu_m050a P11 AGCCCAAGCTCGTATTCCTT AAAATCGGGACAACCACCTA

cnu_m052a P12 GGAATCCTACGGAAGAGCAA AAGGTAACGGTGGCAGTGAG

cnu_m062a P13 ATCGGCGCTGGTTATGTCA CTAGGCTGCCCTTTCCGATT

cnu_m068a P14 CCATATGACTAACTTGACACTTTTGAA TTCCCGGAAAGTCTTCTTGG

cnu_m098a P17 TGCGACCCAAGTAGGTGAAAC TGTCTCTCGCTCATTCATCCAA

cnu_m100a P18 AAAGTTCACACAAATGATTTTGATATT TTTTCTAGGAATGGTCCAAACTT

cnu_m114a P19 AGTCGGAGGAAACGCGAAATTA CGAAATAAAGACAGACAGAGACATCCA

cnu_m119a P20 ACACCTACTTGTTTCCATCCAAAT CGGGTATTTGCGTTGTTTCC

cnu_m132a P21 CCATGGCCTCTCGTATTGCT CCAACGGAGTGTTCCCAATC

cnu_m139a P22 TCAAGCGCAACAAACATTGG TGGTGTTAGGGTTTAAGGTTGTGG

cnu_m142a P23 GACCTTCGGTTCAGGGTATGG CTGAACGGTCAATTTGTTTGG

cnu_m148a P24 CACAAGCATTCTACCATAGCAAAGTC TGCACATATGGCATGTTGTTTG

cnu_m157a P26 CCGCAGTTGATCCATTAGCC ACGCTGCATCCACATGAAAC

cnu_m172a P27 GGAATGGAACACCGGATTAGC TCGGATCTGATTTGTCGGATTT

cnu_m173a P28 TGTATTCCATTATTTCCGACTAACCT CCGCATTTTAAAAACGTGAGAAA

cnu_m179a P29 TGGTTACACCTAGTTCCTTGCACTC GGCCTTTGCCCGTTTAGTTTTA

cnu_m182a P30 TTCATCACCGTCTTATGTTGTGC GGCAGGTGGAATATGTGGAAAT

cnu_m207a P31 GGACCCGGAATACCTCAAAAGA CATCAATAGCTCCGACACAATCC

cnu_m211a P32 TGTAAAGTTGTGCAAGGATTGTG TGGGTTTGTGAAAATATGGTGAAA

cnu_m215a P33 CCAACCATTTCGTTAGTCAACC TTACGCATGTACCTGCACTAAAAA

cnu_m220a P34 ATCAGAACCGAATCCGACCA CAATGGTTGCAATGTTATTTGGA

cnu_m225a P35 TTGCGTTTTCTCGTCGTCAA CCCCGAGATAAATGGCACAC

cnu_m241a P36 AATGCTGTGTCCATGACCAA CGGGCATCCACCTAATTTGT

cnu_m246a P37 AAAGCCATCCATCCATCAAGC GATGCAACATTTGACTGTGTTAGAGC

cnu_m252a P38 TGAAAATCAACACGAACACACAGA CTCGTGGGGGAATGAGTGAG

cnu_m254a P39 AAGCTTGAGCTTCCAGCCTTC ATCAGTGCCGGCCTTGAATA

cnu_m263a P41 GAGGAAGTACGGCAAGAAACCA AGGACACATGTCCACATGAAAA

cnu_m268a P42 TCATTGGTGAAGAACCCACAAA GCGACCATAAAAAGAGAGTGAGAA

cnu_m273a P43 ATAAGGGCATCGCCTCAACA TGCACGCATCCACATAAACA

cnu_m277a P44 GCCATGAGCATTCGGTTAGG TGAACTCTGGTTGGATTGACGA

cnu_m280a P45 TGTTACCACAGGAACCGTTCAA CTTGGGCACACCATCATCTG

cnu_m286a P47 AGTTGCCCCTATTCATGCAC AATGCGTTCATGTGGGGATA

cnu_m288a P48 GCGTTTCGTCCTCTTCTCAC TTACCCACCTTGGCTTCATC

cnu_m289a P49 CCCCTGGACTCCGTTTATCT GATCTACGACGATCGGATGC

cnu_m293a P50 AAAAAGAAATGGATATTGTGTGAAA CCTGGATCAAGACCACGAAG

cnu_m295a P51 GCTGCCTAATAGGGTGCTTG AGAGCGCATTCAAGTCTGGT

cnu_m296a P52 TCTCGTCGCTCTGAATTGTG TTGTGAAATCAAAGCAAAAAGG

cnu_m308a P54 GTTTGGGCCATCATGAAAAA TGGTTGCAAAATGTCACAGAA

cnu_m310a P55 GGCAGGTGGAATATGTGGAA GCACTATCATCATCAAACAGAACA

cnu_m318a P56 TTATCAACATATTTTCAATCATTCCA GCTTTGGACTATGCTTCTAAAGTACG

cnu_m320a P57 TTTTTCCTTTGGCTTAAACTGA GCCAAAGCCACAAGATAACAT

cnu_m321a P58 TTGAATAATGACCCCAAATATCA TCAATAGGTATTAACCAATTCTACCG

cnu_m324a P59 TTTTCAACTCCCACATGCAC TGGGTATGTGCCAAATTGTTT



cnu_m327a P60 TTCTTGACCAAAAGAATCATGG CTAACACGGGGAAAAGCAGA

cnu_m332a P61 TCGAACCGAAGTAAATAACGGACT TTTCGCCCACTGACGCTATT

cnu_m338a P62 GCAACGATGAATCCCTAAACGA AAATCCTCCCACTGTTTCCGAT

cnu_m354a P64 AAAGAAAACAAAGTGTCATTGTCTCA TCTACCGGTTGAACCAGAGTTTTT

cnu_m356a P65 CGCATTTTCGCCGTCATTA ACATCAGGCCGTCCCACTAA

cnu_m360a P66 ATCAGTGCCGGCCTTGAATA AAGCTTGAGCTTCCAGCCTTC

cnu_m362a P67 CCTCTGCTGAAGGAGGCAAA AGGTGGCTCTAGCGGAAGGT

cnu_m364a P68 ACCTGCCACCCTGTCAAAAC GCACTAACCGTCCCTCTCCTC

cnu_m371a P69 TTTTTGGGTTTCTTCTCAAAATGC ACTCCAGCGAATTTGGCTTT

cnu_m372a P70 CCAGTGGCCAATACGAAACC TGATGGAGAGTGGGTTGTGC

cnu_m377a P71 TCAGTTGTCGGATCGTCTATG CACTTATCTTTCCTTTGAAGTTGTTG

cnu_m379a P72 ACACCACTAAAACATTGCCATA ACCGAAGGAGACTGCAAAGA

cnu_m396a P74 TCATCATTAAAATGAGTTAAAATTCG TTTTGGTGATCTTTTCTAAATTTTTC

cnu_m397a P75 TCTTCAAGTCAAAATACTCACATTCA AAACGACAAATACATATGACAGTTTTA

cnu_m400a P77 CGAGTTTTTGTGTGTACGTATAGTAAT CCAAAGTGCGTAAAGGAAGG

cnu_m416a P80 TGGTGGGTCGTAACAGATGA GCTCGCTTCCCAAATATGAA

cnu_m425a P81 TCGTTTGACCAACCGTACAA CTTGCCAGCGTTGATACAGA

cnu_m439a P82 CCCTACGGACGGATGAGTAA TCTGAGTGGCACCAGCATTA

cnu_m442a P83 CGATTTGGACAATGACTAGTGG AACGCCATGGAAACAGAAAC

cnu_m446a P84 CACGTACGTCTTGGATGAATAAA ATCTCACGTGGAGCACCATT

cnu_m457a P85 CTGCTCCTTCACGTTTTCATCA ACGGACAGCAACAACAACAAGA

cnu_m458a P86 GGGGTGAATCTTGGATGAGG CTGACGGATTCCCAACGAAT

cnu_m459a P87 CAAAGCCGGATTTCTTTTAGCA TTTAAAAGTATTCTAACAAATCCGTTG

cnu_m461a P88 GCCGAAACCGACCTCAACTA CAGTTTGAGTTTCGGAATGCAC

cnu_m471a P89 GGAACGACTTCCTCCCGTAT ACTCGAACCATTCTGGCAAA

cnu_m472a P90 TTTAGCCAACTTGCAGTGGA AAACAATTGGCTTCGTCCAG

cnu_m474a P91 CGTCCGTACGAGGTAGGTTT TTAACTTTTTCGCTGGCAAGT

cnu_m477a P92 TTTGACATCGTGCAATGCTA TTGGGCTGGTCCTGAAGATA

cnu_m479a P93 GAGAAGAATTTTCCCACTATGC GATTTTATTGACAATGTATATTTGCTG

cnu_m480b P94 AGTATTGATCCCATGCTTCG CAAAATGATGGGTGGCTGTC

cnu_m482a P95 TCAGAGATCCTTGACAAAACCA AGATGAAGCCAAAGCCACAA

cnu_m483a P96 CTTCTTGAAATTTAGAAATTCTTTTTG CCGTAGCCACTCTCAAGGAA

cnu_m490a P97 CCAACAACAACCATGGTGAA CAAACTGGAGCAAAGCATCA

cnu_m496a P98 CAACCCAATATGTGAATTATCTTCTTT GGACTTGTCTCGTTGTTGTCC

cnu_m516a P99 ACTTGCCTTAGCCAGCAGCG AAGATTTTGTGTTGTGGTCTGGTGA

cnu_m521a P100 ATCCTCCGCCATTAGTTTGA TTGGGACGACAAGTATGGAAC

cnu_m522a P101 TTTCTCAACCAAGCACTATCCA CACAGTTTGCCACACCAGAA

cnu_m537a P104 TACGCATTCCGATGTTTCAC GCATCGTTCAAACCACAGTT

cnu_m553a P105 CTGCCAATCAGTCCCATCTT TTTGGGCAGGTCATAAATAGC

cnu_m562a P106 CGTGCCTTTCATAAGACCAA CAGATTTACGCTCTGCATGG

cnu_m570a P107 TCTTCAGAGAGTGTGCGGTG GAACAAAAATGGCGGCTTTA

cnu_m574a P108 GCATTGTTTCTAGTGTTTACTTGGTG TTGTGGCTACTAGGGCAAGG

cnu_m579a P109 AAAGCACCCAATATCGCAAC GTCTCACAAGTCACAACGTAAAAAC

cnu_m581a P110 CAATACAAAAACCGGGCAAG GATGGAGAGTGGGTTGTGCT

cnu_m592a P111 CAAACCACCCAACGTCTCTT TGTCTGATTGACTCCAAACCA

cnu_m595a P112 AATTTGGCGTTTGATTCCAC CCCGACAGCCAATTACTTCA

cnu_m608a P113 TCGGTTTCCACTTTTCGTTT GTTTCCATATCAACAGGCGG

cnu_m615a P114 TTCCAGGTTGGAACCACTTC CTGCATCCACATGAAACCAC

cnu_m616a P115 TCGGTACGAAACTCAATGTTC GCGTCAGTCTGAACAAAACG

cnu_m617a P116 GGAATGCTGCTGGAAGAATC TTCAATTTGTCCCTGCATTC

cnu_m618a P117 TCGTTGTCGCTTCTTCAAAC TCAAACAGCCGTGCTTAAC

nia_m001a P118 AACAGTTTCTACGCATCGTGT GCGTTTTCGATTTTAAATTTTG

nia_m003a P119 TGTGTCGCTCGTCTACGTCT ACCATCGACTTCGTGGAAAC

nia_m008a P120 AAAGCGGTGGAGAAGACTGA ATTGCTTTAACGTGCGGTTT

nia_m010a P121 GGTTGACGTCTCATTGTGTTCTT TAGCTTTGCTCACTTTTCACTCC

nia_m014a P122 CATGATACTTTCCCAAAACCAAA TCTTCCACAGTCGACTTCTCTTC

nia_m015a P123 GCTGGTTCCAGCTAATGGTTAC TGAATTTATGAGATTCGGATTGG

nia_m018a P125 ACAATTGTTCTAGGCGTTCAAAA ATCAGTATCCTGGTTCTGGTTCA

nia_m022a P126 CTCTCGTCTCGGAGGATCTAAA GTGAGAGTGGTTGCTGAGTGAG

nia_m027a P127 TTCTGATACTCGTAAGTAATTTTTGG GAACCAAAGTGAACCGATCC

nia_m030a P128 GATCATAAGCCGAAAAAGGTTG TGCTCTCCTCAAGTGAATCAAA

nia_m032a P129 TTCTCCCCATCCTCTCATCTTA ACCCACAACCAACAAAATCTTC

nia_m034a P130 GTGCAAGTCAGTGCCAAAGA CTCGGTGGTTGAGTGAAGGT

nia_m035a P131 TGCATTAACTGTACGCCACAA GCAGTCCCATCCCTTAATGA

nia_m036a P132 CTGCGCGTCAGTCACTACAA AGTCTACCCAAATGCGGACA

nia_m037a P133 GCGGTTAATAGGTTCCGGTT CCAATTGCATCGATCTGTCA

nia_m038a P134 GGGCCAAGTTACATGGAAAA GAAGGAGGATGAGAGCCGTT

nia_m041a P135 TCTCTCACCGGATTGGACTC GTTTGGTTCCGGGTATCCAT

nia_m044a P136 TGCCAATCTCAGATCTTTTTCA TCTCTCCTATAGCCGCCATC

nia_m045a P137 GAAGGGTGCGATTTGAGAAA TGGGAAAATCTTCCAAACGA

nia_m046a P138 AACCATTGATCACAAAATTTTCAA CCGTGGGCCTTTATCTTGTA

nia_m047a P139 TTTTTCCTGACGGCCTTAAA TCGAACCCAACGTAAAGTCC

nia_m048a P140 AAAGCCATCCATCCATCAAG TGGGGGTTATGGTTAATTTCC

nia_m049a P141 GAGGAATTAACGGCGTCTTG CAGTCGCCACTACCTGGTTT

nia_m050a P142 GCCATGTGGCCTTCTAAAAA CGATTCCTGGTCATTTGGAT

nia_m051a P143 AAATCCCGCATTTTTACACG CACAGCTGAACCGATTGATG

nia_m057a P145 CGCGAAGCTTGGTTACTG TGGGTGGTGGTTAAATGC

nia_m060a P146 CCATGCAAGAGCCTGAAGAA TCAGGCTGCTATTGGGGTAA

nia_m061a P147 CGCCCTAAAGTCCGGTAGAT CAAAGCAAGCGTAAGAGGGA

nia_m063a P148 GAAGAAACTCGGTGGGGAGT AAAGAGTTCCGAAAATGGGC

nia_m064a P149 GGAGGTCTGGATTTTGCCTT TCAGCAAGGGTACAATGTGAAA

nia_m070a P150 CCATCCACCACACTCATCCT TGTTCTGCTGTTGCCTTTGA

nia_m071a P151 GTCAACAACCTCCGCGATAG AGATCACTCACCTTCCCGGT

nia_m077a P152 GTTGCTTTTATGCTGCCGAC GGATTTGTCAAACGCGAGAC

nia_m078a P153 ACTTGGAGCTCTTGGTATCG AAACCCTTAAACCTCGTCG

nia_m079a P154 TCTTTTTGAGAGAAGCAAGCA CTTGCAGGCCATATCAGC

nia_m081a P155 CATCAACGTGGCATAGTCTG CAAATTTCTGTGTTGCGTTG

nia_m082a P156 CATTTCCCCGTGACTATCTG CGTCTTCATCTCAATCTCGC

nia_m084a P157 CGGAGAGAAAAACTGCAGAC CCCAGAAATGGATACCACAA

nia_m086a P158 AGCTTCCTTCTCCACCTTGT TGCTTGTGGTCAATCTCTCA

nia_m087a P159 ACCAAGAACCAAACGGGTAT GCTCGGTTATTTCGGGTAGT

nia_m090a P161 GCTGATTTCTCCGCTATCAC AAGACACCGTTTGTGAATTT

nia_m092a P162 GAACCAGCCCACCCTATAAT TGCGAGAGAGCTCTTGTTCT

nia_m095a P163 TGGGTAAACAAATGGAGGTG CTCATCTTTCCCCTCCAAAC

nia_m096a P164 CAAAAAGAGCGTTACCTCCA GATGAAGCTCTGAAGACCGA

nia_m098a P165 GAGTGCAGTCAACAGAAGCA TCTCCACTTCACAACAGCAA

nia_m099a P166 TTGGAGAACATGAAGAAGCA GGGACTTTTATGACAAAACCG

nia_m100a P167 CACGTCGGGTTAAATTCTTG TGTTTAGGGGCTCCTCATTT

nia_m101a P168 ATCATGGCAACTAGCTCGAC AGGGTTGATTCTAACCGGAG

nia_m105a P170 GACGAAGGAGCGTATGAAAA AATGCAATCTCAACAAAGGT

nia_m110a P171 GACAGTGGTTGAAAAAGCCA CATTCAGTGAGGTTTCACCA

nia_m113a P172 CAAAAAGTTGCGGTCAATCT CCTCCAAAGCTCAATCACTG

nia_m116a P173 CTGAACCGAATTGGCTAAAA TAAACAGGGGAACTGAGCTG

nia_m120a P174 AAGAAAACTTATTTGATGGTACG CTAAATCCAAACCAGAATTGA

nia_m121a P175 GGATCCTCCCATAGCTCG CAGTCGTTGCGGGATAGA

nia_m126a P176 TCAAACCTCTTAAAACCACACA ATCCGCAAGGGTGTTTCT

nia_m131a P177 ACCAACCAAACCCCAAAC TTGTTTTCAGTGCTTCGGA

nia_m133a P178 TTGAAATGCGACTTTTATATGAC CCGGTTCAAAATATGACACA

nia_m136a P180 CGAACGAACAGAAACAAGC AACGAGGCAAGGGCTAAA

nia_m144a P182 TTCACACAAGGTTTGTGCC CGTAAAGGCATCAAGGAAAA

PC11 P183 ACCACAATCGGCCTTTCTCT GGCAAGACTTACCCCCTCAA
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LD/SD

fold

change

AT4G09775 Unknown protein -61.06

AT5G32475 Athila retroelement ORF2 -related -29.58

AT2G12320 Unknown protein -29.25

AT1G41855 Unknown protein -24.53

AT5G49090 Unknown protein -24.21

AT2G14580 AtPRB1 -23.70

AT4G07528 Gypsy-like retrotransposon family -22.17

AT5G40595 Unknown protein -21.18

AT5G30341 Unknown protein -20.93

AT4G08103 Gypsy-like retrotransposon family (Athila) -18.56

AT2G28020 Unknown protein -18.04

AT4G27150 Lipid binding / nutrient reservoir -17.74

AT4G07590 Gypsy-like retrotransposon family -16.85

AT4G08013 Unknown protein -16.48

AT4G06486 Pseudogene, hypothetical protein -15.86

AT4G33720 Unknown protein -15.56

AT5G38393 F-box protein family -15.38

AT5G48010 Catalytic -15.22

AT4G27170 Lipid binding / nutrient reservoir -14.97

AT4G29460 Phospholipase A2 -14.67

AT1G29540 Unknown protein -14.61

AT4G27140 Lipid binding / nutrient reservoir -14.35

AT4G08800 ATP binding / protein kinase -14.22

AT5G62330 Unknown protein -14.17

AT3G43571 CACTA-like transposase family (CACTA-element) -14.15

AT1G23935 Unknown protein -13.73

AT1G35614 Unknown protein -13.51

AT5G55400 Calcium ion binding -13.44

AT4G03865 Unknown protein -12.76

AT1G75870 Unknown protein -12.73

AT1G36400 Unknown protein -12.55

AT4G33465 SCRL22 -12.03

AT3G53450 Unknown protein -11.94

AT3G42070 Unknown protein -11.91

AT4G22210 Low-molecular-weight cysteine-rich 85 (LCR85) -11.91

AT3G16930 Unknown protein -11.77

AT5G55980 Unknown protein -11.72

AT3G03400 Calcium ion binding -11.70

AT1G73000 Unknown protein -11.58

AT2G41240 DNA binding / transcription factor -11.31

AT3G44796 Gypsy-like retrotransposon family (Gypsy_Ty3-element) -11.18

AT5G29210 Unknown protein -11.03

AT2G34700 Unknown protein -10.90

AT1G05680 UDP-glycosyltransferase -10.69

AT2G05340 Gypsy-like retrotransposon family (Athila) -10.65

AT2G27010 Heme binding / iron ion binding / monooxygenase -10.59

AT3G27590 Unknown protein -10.49

AT2G06885 Gypsy-like retrotransposon family (Athila) -10.36

AT5G52740 Metal ion binding -10.21
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